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世代平均值分析的多元回归程序 
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摘要   群体遗传结构特征决定育种方法与选择效果,群体遗传特征又与基因效应有相当关系。研究表明:加性——

显性模式不能适用于数量性状遗传的所有场合,估计上位效应的重要性日益明显。世代平均值分析是估计上位效应

的重要方法之一,通过最小二乘多元回归程序进行世代平均值分析既可估计基因效应,又可估计其相应方差。文中对

世代平均值分析的多元回归程序原理与方法加以讨论与说明,并通过有关试验数据进行分析。关于穗长、小穗数和
单株穗数的研究结果表明上位效应是不可忽略的。 
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Abstract  The least square multiple regression procedure is a simple and easyprocedure for generation mean analysis. With 
this procedure we can notonly estimate each gene effect, but also calculate its sum of squares andvariances. What is more,th
is procedure in terms of matrix is convenientfor computer calculating. The idea of decomposing the genetic variation among 
generations inthis analysing procedure conforms to biological process of inheritance.Therefore, it is not simply a fixed statis
tical pattern. The researc...
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