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Abstract: In an SSR study of seven conventional cotton cultivars, we analyzed 24 seeds of each cultivar using 52 core

. . . . F RSS
primer pairs. Among the seven cultivars, the number of miscellaneous seeds ranged from 1 to 9, and averaged 3.9. The
7 y———
percentage of homozygous DNA loci varied from 92.3% to 100%, and averaged 97.0%. Our analysis revealed that {1 # A1 5K 3
varietal purity and DNA locus homozygosity levels were highly positively correlated. Using SSR molecular markers, we PE K

were able to accurately differentiate between the impacts of genetic factors and seed production procedures on cultivar £ %
purity.

y VI
Keywords: conventional cotton SSR marker purity homozygous DNA locus b EIERE
Received 2013-01-04; y K=
¥ 1T
Fund: L
T ' i N o s 5 . y b EAE
RGN SR TERMITBE TR AR 55 9 4 B R0 H (SIAL1204) ;AR HRAR ™ i TR 22 4 A (b7 BE) T H (R I 4 [2011]150%5); [ X Rl
Y H#HI(2011BAD35B09) b Bfhte*

Corresponding Authors: yangwh@cricaas.com.cn
About author: T & (1986-) , 5, fii:, wangfei3922@163.com
S A3

X, E M, VIAE, BEF, AR, MR, 77 T, MEAR, St 7 ARE M R SSRALALE A EHTT S T[] MR{ESHR, 2013,V25(3): 234-239

WANG Fei, KUANG Meng, XU Hong-Xia, WANG Yan-Qin, ZHOU Da-Yun, FENG Xin-Ai, FANG Dan, XING Yao-Fei, YANG Wei-Hua-*.Institute of Cotton Research,
Chinese Academy of Agriculture Sciences / State Key Laboratory of Cotton Biology, Anyang, Henan 455000, China[J] Cotton Science, 2013,V25(3): 234-239

AL
http://journal.cricaas.com.cn:8082/mhxb/CN/1002-7807(2013)03-0234-06 & http://journal.cricaas.com.cn:8082/mhxb/CN/Y2013/V25/13/234

Copyright 2010 by FifE2#ii



