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Genetic Analysis of Fiber Traits and Population Heterosis for F1 and F2 bet
ween Different Fruit-Branch Type Cultivarsin Isand Cotton

MEI Y ong-Jun,ZHANG Gai-Sheng,YE Zi-Hong,CHAO Xin-Chuan,ZHANG Wen-Ying

Ingtitute of Plant Science and Technology, Tarim University of Agricultural Reclamation, Alar 843300, X
injiang

Abstract Five fiber traits of 9 parents and their 20 F1 crosses of |sland Cotton for three years were analyzed for their addit
ive and dominance effects by MINQUE(1) approaches. The results indicated that F1 fiber traits were mainly controlled by
the additive effectsin Island Cotton; 2.5% span-length, uniformity and fiber strength were showed highly significant domin
ant effects; the dominant effects interactions by years were significant for five fiber traits, so were additive effectsinteractio
n by years of fiber strength, elongation and micronaire value. Broad and narrow sense heritability estimates were significant

at 0.01 level for 5 fiber traits. The ordinary narrow sense heritability estimate of 2.5% span-length was above 45%. A Zgjia
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oling and Xinhai 8 were better parents for fiber quality breeding in Island Cotton. The heterosis of fiber traits were analyze
d by the genetic model of additive-dominance by MINQUE(1) approaches for predicting the genotypic value and heterosis
for F1 and F2. Genera speaking, the fiber traits were significantly negative for the better-parental heterosis of crosses amo
ng cultivarsin Island Cotton.
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