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Genetic Variation Analysis by RAPD of Some Barley Cultivarsin China
SHI Yong-Tai,ZHU Mu-Yuan

College of Life Sciences, Zhejiang University, Hangzhou 310012, Zhejiang; 2 Ningbo Academy of Agricu
Itural Science, Ningbo 315040, Zhegjiang

Abstract Genetic variation is essential for genetic improvement and plant breeding. 200 arbitrary primers (10-mers) were u
sed for the PCR amplification of random genetic DNA fragmentsin this study to estimate the genetic variation of 67 barley
cultivarsin Chinaby RAPD, most of which were derived from the Zhegjiang-Jiangsu planting zone. In total 223 bands or 13

0 polymorphic bands were amplified by 30 primers. Each primer could amplify 2 to 9 polymorphic bands, with an average
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of 4.19 bands. The value of phenotypic diversity in naked barley cultivars was higher than that of hulled barley cultivars. T
he lowest phenotypic diversity value was found in 2-rowed hulled barley varieties. Cluster analysis showed that the 67 cult
ivars could be classified into 4 groups at the level of D 0.6, which evidently showed some variation of some important traits
of barley.
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