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S-adenosylmethionine synthetase SAMS is a key enzyme in plant metabolism,catalyzing the A AEE A

biosynthesis of SAM,which is a donor for methyl groups and the precursor of many compounds. To _—
study the response and functions of SAMS under salt stress in maize, the semi-quantitative RT-PCR was S

used to investigate the expression patterns of SAMS gene, using maize glyceraldehyde-3-phosphate P EEE
dehydrogenase gene as a control. The results showed that all of the four maize SAMS genes family b ARG

members were expressed both under normal and salt conditions, In the control seedlings, the mRNA AT
levels of the four genes were higher in roots and stems than those in leaves. Under the salt stress the A

expression of SAMS1 was down-regulated in stems, up-regulated in leaves, but no change in roots. The
transcript levels of SAMS2 and SAMS4 also increased significantly under salt stress. However, SAMS3 F Article by Zhu, J. Y.

had no response to NaCl in any organs. In maize, the four genes of SAMS family were differentially
expressed under salt stress condition, suggesting the possibility of functional differences between their
proteins.
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