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GENETIC ANALYSIS AND RAPD MARKERS OF POWDERY MILDEW RESISTANCE GENE

IN WHEAT LINE 2-26
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Abstract:
Powdery mildew, caused by Blumeria Graminis f.sp. tritici, is one of the most important damaging

diseases in many regions of the world. In present study, genetic analysis of resistance for powdery
mildew in a stable wheat line 2-26, which was derived from the hybrid progeny between Triticum

durum-Dasypyrum villosum amphiploid and common wheat, was carried out. The result indicated the
powdery mildew resistance in line 2-26 is controlled by a single dominant gene and temporarily named

Pm2-26. Molecular markers and bulked sergeant analysis were used to characterized the powdery
mildew resistance gene. Two RAPD markers (SBSC2 and SBSI120) were found tightly linked to the

resistance gene in line 2-26. These results provided a basis to further transfer into stable SCAR marker
in future. In addition, the gene origin in line 2-26 and relationships with other resistance genes were

also discussed in this paper.

Keywords: wheat powdery mildew resistance gene molecular marker
W H 3] 2011-05-25 &[0 H 81 B 4% W & A H

DOI:

HEWH:

VY )I48 #0 T E i i H (09ZA085)

& AE - ERM(1965-), 5, M) 2 N 20%, TN FH Y Bifh 5 E R A9, Tel:028-86290866;E-
mail:futihua@yahoo.com.cn

e F A & B1(1958-), 2, I AR EF N, 52560 i, 32 B N FHB AL S 5000 0% 9T . Tel:028-86290978;E-
mail:z654321q@163.com

YE#& Email: futihua@yahoo.com.cn

22 3R -

[1] Wan A M, Zhao Z H, Chen X M, et al. Wheat stripe rust epidemic and virulence of Puccinia
striiformis f. sp. tritici in China in 2002
[J]. Plant Disease , 2004, 88: 896-904

[2] Evens K L, Leath S. Efect of early season powdery mildew on development, survival,and yield
contribution of tillers of winter wheat
IJ]1. Phvtopathology . 1992.82 :1273-1278

F Supporting info
k PDF(694KB)

F [HTML4A 3]

F 2% SCHR[PDF]
b 7% S0k

b AU SO 2 IR
F AR 548
PG B A
b IHASC

F Email Alert

b SCE A
kB S A B
FANE

F R

b Bk A

b > TR

ARAEFH AR
PubMed



[3] He R L, Chang Z J, Yang Z J, et al. Inheritance and mapping of Powdery mildew resistance gene
Pm43 introgressed from Thinopyrum intermedium into wheat
[J]. Theoretical and Applied Genetics , 2008, 118(6):1173-1180

[4] BEBLE HICH, K 1, 1 DRBE, S G RN Sl Jag K AT A= Rl R BT ) AR
[31. HEALNEI:,1994, 19(5):32-37

[5] Blanco A, Gadaleta A, Cenci A et al. Molecular mapping of the novel powdery mildew resistance
gene Pm36 introgressed from Triticum turgidum var. dicoccoides in durum wheat
[J]. Theoretical and Applied Genetics , 2008, 117:135-142

[6] Huang X Q, Rder M S. Molecular mapping of powdery mildew resistance genes in wheat:a review
[J]. Euphytica , 137:203-223

[7] SRk, 5k ah. /NPT AR SE R o FhRic i s ik e
[31. ZZZAEW-4. 2004,24(2):127-132

[8] Murray M G, Thompson W F. Rapid isolation of high molecular weight plant DNA
[J]. Nucleic Acids Reseach , 1980, 8(19):4321-4325

[9] Michelmore R W, Param I, Kesseli R V. Identification of markers linked to disease resistance genes
by bulked segeregant analysis: a rapid method to detect markers in specific genomic regions using
segregation population

[J]. Proc Natl Acid Sci USA, 1991, 88: 9828-9832

[10] F.0o=, JoH8 72, Sy 1F 5, RS, X R B N BT R i i Pm6 [ RAPD R id
[J]. 4L 244R, 2000, 27(12):1072-1079

[11] Chen X,Shi A N, Shang LM. Response of Haynaldia villosa to various powdery mildew isolates and
the express of the resistance gene in different wheat backgrounds
[J].Acta Phytopathol Sin ,1997,27(1): 17-22

[12] Liu D J, Qi L L, Chen P D. Precise identification of alien chromosome segment introduced in wheat
and the stability of its resistance gene
[J]. Acta Genet Sin , 1996, 23(1): 18-23

[13] Qi LL,Cao MS,Chen PD,et al. Identification,mapping and application of polymorphic DNA associated
with resistance gene Pm21 of wheat
[J]. Genome , 1996, 39: 191-197

[14] FHR0e, LM, SRR BRITEE, & 48,25 NI, B2 8, i A & 5 INE i E R, i BZE6VS FaFiar T
FRIC IS E KBTI EER Pm21 &S T
[31. YE¥I2E4R, 2007, 33(4):605-611

[15] 4B & %] B8, BRrE o MR ks, 36 28 AR d e, — AN BT I K B AU - (0 8 AR A L DR 7 40

[J]. #ZAR244R,2010,24:220-224

AT P HEPCE

1. REHE, WHEE, S8, B, SR, A8, X34 /N Taku70 M TaKu80& K (1) 7e & Fl /- #T [J]. A% AR 2
iR, 2009,23(6): 917-922

2. PhA, SREAD, T A, XARE, HREE, SREEE, PN AL RHMW-G SEE R AR /N2 i R b TR S AR E bk
IRIIBTFTLI]. HAR2EHR, 2009,23(6): 923-927

3. ERHENE, TRoGE, FEENI, KRR, TKIER, A, DA, Al NERISCMS B MERE LA IMSSR A TR L
L@ Ai[3]. AR, 2009,23(5): 729-736

4. B, D, B, BRI/ -RW 5 AT RT7TA/IRK#LINIE 5% [J]. AR 2ER, 2009,23(5):
737-742

5. ZEWS, PNIAEE, SR, Tk R 2, RN E RS TR E A RSB RIRE S % [J]. AR, 2009,23

(6): 935-938
6. PMVEL, Wyifgis, THE, BEHE, Ml Lph /N2 SR v DS A (T AR s L AR S 0] AR 24, 2009,23
(6): 939-946

7. ET & ERC INA TR, AHLER OO, #h A N HUR B MR BTSR[], #ZAR2E4R, 2004,18(04):
257-260
8. MimtAL, T-JOA, 5L AMNEDNAS NN E AT AR RIS [I]. # AR 244, 2004,18(01): 6-10



9. FREH iR, B INHE. 257 HIAR REL R [J]. AR ¥4k, 2003,17(06): 427-429

10. GG, P, FhTT A, SRR A/ N KBRS N A SR A 3T AT D] 244k, 2003,17(06):
472-475+480

11, ERMR R AR, T3 0 i AN RAR IR 5 R E T[], #ZAR 244, 2003,17(06): 476-480
12, WRH, MDY 5k 22 A8 FLEAR, T, Bt A /NS AN IR I I8 it PR 22 SR [0]. A% AR 4R, 2003,17(06):
485-487

13. FEIF,Jufbt, ik Mz, AR B2, EI AR, BT 08 Z6) 5 P2 &N E R TG R S PERE I 2 [0]. #Ak 2
%, 2003,17(05): 379-382

14. LB EAMR /NG, T, B A AR DDA ER IS T R[], AR 243, 2003,17(04): 296-300
15. SKEAE MR 2, R, A, Z R4 RI96M120/N 3258 i R KL B ATIT[I]. #A243)k, 2003,17(03):
229-230+228

Copyright by %R 23k



