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Abstract

The Xa21 gene previously cloned from the wild rice species Oryzae longistaminata
confers broad-spectrum resistance to rice leaf blight caused by different strains of

Xanthomonas oryzae pv. oryzae. Here we attempted to determine the existence of
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Xa21 homologs in other wild rice species and rice cultivars and the sequence
differences between the homologs. We synthesized specific primers based on the
reported Xa21 sequence to amplify homologs of the gene exon Il from several rice
cultivars and three wild rice species in Yunnan Province, China. The fragments
cloned from various types of O. rufipogon Griff from Jinghong and Yuanjiang,
Yunnan Province, were highly homologous to the reported Xa21 gene exon Il.
However, the fragment was not found in O. officinalis Wall. and O. meyeriana Baill.
Sequence analysis suggested that differences in nucleotides were located
randomly in the fragments we cloned.
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