G 200533 (2) 171180 1SS: 0379-4172. CN: 11-5450R

AL

T 7 3 S92 55 i 0 2 4 DR -+ 2 R A 2R 4 BT
BANIFL 2, BN, REk2, FETL, R, AL
ARl R (RIS 5T S5, RN 430070;

2. AR E B 2 BT ST, XA 450002

HCH L 2005531 fS 101 2 5 40 ) 2006228 3% 1)

mE

i 3 LA T G —HAPL P2, T F2A e R, B BSOS (073 LI S BB, b ot ROE R, ARt G5 SRR, A1 (118 X

iy - 170, RO A L L) 2080°1. 93, F2A IR RIS SRy o AL D R e V05, OLAE S0k A8 b o M) RIS o e 0 A b Ol 0 3T
g 10 . e T I 5 RO DA 02, 0 508 HILISE D N OOV 0 DAL 1 53R 1 AR 16 sz PHESCOA S 8RR 10K FE I LE

il PR - it )

s

Genetic Analysis of Oil Content in Brassica napus L. Using Mixed Model of Major Gene and Polygene
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Abstract

2PThe joint seoregation analyss of a mixed genetic madel of major gene plus poly-gene s conducted to study the inhertance of oi content n Brassica napus L. Five populations e the populatons of 2 parents( P and P2), F1, 72 and F2:3 (derived from £2) famil, from each of the two crosses (11418  Ken C1-
1, 328 x Ken C1-2) were investigated. The frequency distributions of oil content in F2 and F2:3 family populations show characteristics of a mixed normal distribution, which indicated that the inheritance of oil content followed a major gene plus poly-gene model
G genetic atiels were SotapInec, which €oLld be IASSIied Into Twe wDee: ane.and two malor Genes, Polygenee. oné amd w ajor GEnes s polygence. The Moot SNGis gencic motel coutd e SSIECed acing AKAIKE S miormadon Crion and the Hiess of the selected one could be examined by a set of tests. Res
ults show that genetic model D-2 s the most iting genetic modl for th trait, In other words, offcontent n ollssed rape is controlled by ons adftive major gene plus acitive and dominance polygenes. For cross 1 (11418 x en C1-1) the herlabilties of major gene and poly-
genes in F2 are 68.21% and 27.17%, respectively, and in F2:3 are B.70% and 16.80% , respectively. The additive effect of major gene is ~1.74, which indicates that the locus of the allele in parent 11418 may decrease the oil content, but that in parent Ken C1-
ey Incrense It The additive and domimance elfecs of ths polygenca are .20 and 1,95 respecivdly. For crosh (355 x Ken CL.2) the heriaiiies of major goné and gmygenes in F2 are 66.20% and 28.10%, respectively, and in F2:3 were 81.00% and 14.90%, respectively . The additive effect of major gene was —
3.74, which alo indicates tht th locus of th allle in parent 325 may dscrease the oflcantent, but that n parent Ken C1-2 may increase it. The adative and dominance effe
espectively. The heritabllity of the major gon in F2.3 1s higher than that in F2 in both crosse, so 1t would be more efficent to conduct selection in F2-3 families for hgh ol content in breeding. </P>
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