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QTL Mapping for Plant Architecture Traitsin Upland Cotton Using RILs and SSR Markers
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<p> Xiangzamian 2 (XZM2) is the most widely cultivated cotton hybrid in China. By crossing two parents and 8891 an «Fa 50 recombinant nbred lines. Ten plant architecture traits were investigated in two years with his population. A genetic map was constructed mainly with
ecture traits were determined at e single-IocUs and Gouble-IocuUs levels. The results Showed that epistastc effects a5 wel as addiive

lar markers between ZWS12 and 8891 were quite imited, while significant differences between their phenotypes were found and the hybrid XZW2 expressed nigh heterosis in vield. Al these could be partly explained by the effect of epistatic QTL </P=

plant archtectue: _acitive dfect:_episaic ffect: QTL
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effects of QTL piayed an important role a3 the Ganetic basis of cotton plant architecture. The QTL dStEcted n our research might provide new INforMatlon on IMProvIng plant archECture trats. The polymorphsm of molecu:
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5% markers. Quantitative traitloci (QTL) conditioning plant archit
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