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Abstract

The powdery mildew resistant gene(Pm4a) is an important source in wheat
breeding. In order to tag the gene, the recently developed RAPD technique was
utilized to identify molecular markers linked to Pm4a using NILs(near-isogenic
lines).100 primers were screened by RAPD analysis, three of them amplified
polymorphic DNA products. By theoretical calculation, the frequence of
polymorphism between the pair of NILs obtained after 7 generals backcrosses
should be 4.5 polymorphic DNA fragments every 100 primers(in practice we got
three). Two of the three obtained polymorphic fragments should be linked to Pm4a
gene. The results are consistent with that obtained.
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