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Abstract

<P>Additive effects, additive by additive epistatic effects, and
their environmental interactions of QTLs are important genetic
components of quantitative traits. Genetic architecture
underlying rice biomass yield and its two component traits
(straw yield and grain yield) were analyzed for a population of
125 DH lines from an inter-subspecific cross of IR64/Azucena.
The mixed-model based composite interval mapping approach




(MCIM) was used to detect QTLs, There were 12 QTLs
detected with additive main effects, 27 QTLs involved in
digenic interaction with aa and/or aae effects, and 18 QTLs
affected by environments with ae and/or aae effects. It was
revealed that epistatic effects and QE interaction effects
existed on biomass yield and its component traits in rice. In
addition, the genetic basis of relationships among these traits
were investigated. Four QTLs and one pair of epistatic QTLs
were detected to be responsible for the positive correlation
between biomass yield and straw yield. Three QTLs might be
responsible for the negative correlation between straw yield
and grain yield. This result could partially explain the genetic
basis of correlation among the three traits, and provide useful
information for genetic improvement of these traits by marker-
assisted selection.</P>
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