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Abstract:Single nucleotide polymorphism(SNP) is the most common type of sequence difference between
alleles, which can be used as a kind of high-throughput genetic marker. Several different routes have
been developed to discover and identify SNP. These include the direct sequencing of PCR

amplicons, electronic SNP(eSNP) and so on.SNP assays have been made in many crop species such as
maize and soybean. The elite germplasm of some crops have been narrowed in genetic

diversity, increasing the amount of linkage disequilibrium(LD) present and facilitating the
association of SNP haplotypes at candidate gene loci with phenotypes. SNP analysis has been broadly
used in the field of plant gene mapping, integration of genetic and physical maps, DNA marker—
assisted breeding and functional genomics.

7 e he
ARIAFE B
¥ Supporting info
 PDF(OKB)
¥ [HTML 4= 3] (0K B)
» 275 ik
k55 5 J ot
P JUASCHETR SR R
b AR A5
BT A A
P IR
k Email Alert
b 30 7 45t
b 0 B0 BB

HRAF B

AT A RBRHIRE ST

(SNPs) ” 1) 2 3CE=
BAS A A D S

HEI

XABK
il

Kt BETREZESMNE (SNPs)  Afkrid @8 IA T4 Key words single nucleotide polymorphism(SNP)
molecular marker linkage diseguilibrium (LD)

DT

Abstract

Key words

DOI:

AL #EDU Chun-Fang

LIU Hui-Min
LI Run-Zhi
L1 Peng-Bo

T ARAE




