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QTL Analysis of Oil Content Difference in Two Environments in Brassica napus L.
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Abstract: According to the genetic linkage map established by our laboratory and composite interval mapping y 258
(CIM), the QTLs oil content difference between two environments were detected using the recombinant inbred b A

lines (RIL) SWU-1 and SWU-2in Brassica napus L.two QTLs of the oil content difference were located in the two

linkage groups, each of the QTLs explained 10.31% - 12.45% of phenotypic variation in SWU-1; three QTLs of the bl
oil content difference were located in the two linkage groups, each of them explained 6.60% - 10.58% of b BT
phenotypic variation in SWU-2. The results showed that the oil content difference of the different genotypes was {48/
quite different, ranging from 0 to 18.66% and the coefficient of variation was up to 58.24%, which means there b X
are different environment insensitive genes for oil content in the different genotypes. There wereno visiblelinkage
relationship between the QTLs of oil content difference and the QTLs of oil content in two environments, which b A
indicated that sensitive and insensitive genes do not have the same genetic expression system as the oil I
synthesis genes.
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