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Chiosophyll A-B binding protein
Chiorophiyll A-B binding protein
Chiorophyll A-B binding protein
Chlorophyll A-B binding protein
Chiorophyll A-R binding protein
Chiosophyll A-B binding protein
Chiasophyll A-B binding protein
Chiosophyll A-B binding protein
Chlasophyll A-B binding protein

TRIAE CS42 IDL_TGACY] 062185 AAD210150
TRIAE_CS42_U_TGACv]_642167_AA2112620

TRIAE_CS42_2AS_TGACYI_112955_AA0348610
TRIAE_CS42_$BL_TGACYI_404374_AAI297310
SDL_TGACYI_437406_AA1466150
TRIAE €542 2AS TGACYI 112810 AAO345610
TRIAE_CS42 2BS_TGACVI_146599_AAG469070
TRIAE €512 SBL_TGACV]_404454_AA1300300

TRIAF_ Chiorophyllase
TRIAE_CS4 Chiosophyllase

TRIAE_CS4; & E ) Photosystem [ PsbR
TRIAE CS42_TAL TGACY1 560215 AA1801900 Ferredoxin (2Fe-25]

TRIAE_CS12_TDL_TGACY]_605269_AAZ005660
Noveloi9es

TRIAE_CS42 4BL_TGACv]_320481_AAI040930
TRIAE_CS42_4AS_ 07555_AA1021350
TRIAE_CS42 4DL_TGACYI_344375_AA1146650
TRIAE_C542_{BL_TGACY]_I20481_AALM0530

2Fe-25 ferredaxin-type iron-sulfur binding domain
NADP-dependent malic enzyme
Phosphocnsipyruvate carboxykinise (ATF)
Phosphoenclpynivate carboxykinase
Phosphoenclpyravare carboxykinase (ATP)
Phosphoenolpyruvate carboxykinase (ATP)

TRIAE_CS42_4BL_TGACvI_321370_AAI039690 Alcohol dehydrogenase
TRIAE_CS42_2AL_TGACYI_094477_AAO298H0 Aldose I~ Glucose-6-phosphate 1-epimerase
TRIAE ¢ 542 _6BL_TGACVI_S00995_AA1612430 Trehalose-phosphatase
TRIAE_CS42_2BL_TGACY 133066 AAOGHTIED _ Glycosyl hydrolase
_£542_3DS_ _271986_AA0912330 Aldolase-type TIM barrel 1=
€542 IDL_TGACYI_061545_AADI9SI50 NAD(F)-binding domain
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TRIAE €842 2BL_ TG.\Cvl 120728 AA0393950

"IAD(?! -binding domain

Pyridoxal phosphate-dependent transferase

Peroxidases heanwEigand binding site

S Oxoglutare/iron-dependent dioxygenase
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NAD(I'Hdemg domain
NAD(P)-binding dom
NAD(P)-binding domain

T 146086_AAO454980

mus  CS42_SAL_TGACY]_374201_AA1196260 I Jacalin-like lectin domain

TRIAE_CS42_7AL_TGACVI_556473_AA1763880 Cytochrome P430
TRIAE €842 7AL TGACVI_556785_AA1770750 NN crinethreonine-protein kinase
TRIAE_CS42_U_TGACv1_640856_AA207780 Wound-induced protein
]'RIAE_CM‘ TGAC\I 64“551 Ml]m Plant PDR ABC transporter associated
TRIAE_CS$42_2DS_TGACVI_177750_AAOS83840 AAA+ ATPase domain
mmz ._CS4. SAL 'I'GACV[ 194453 uoesssm ABC transporter-like

TRIAE_C542_3B_TGACY]_223970_AA0750350 I 53 C transporter-like
Glutathione S-transferase

A _4AL ] ¥ Drought induced protein
TRIAE_CS42_SDL_TGACvV]_435881_AA1455860 Peroxidase
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Wall-associated receptor kinase, C-terminal
Leuci

TRIAE C54 6BS_TGACY1_513550 “AA1644700 Leucine-rich repeat domain
TRIAE_C$42_2BS_TGACv]_147300_AAO481420 Serine/threonine-protein kinase |9
TRIAE_CS42_IAL_TGACY1_D00249_AAOROT2TO WRKY damain
TRIAE_CS$42_IBL_TGACYI_031241_AA0110230 WRKY domain
TRIAE_CS42_IDL_TGACY_D61434_AA0195250 WRKY domain

WRKY domain

WRKY domain

WRKY domain
TRIAE_CS42_SDL_TGACYI_434555_AAL437950 WEKY domain
TRIAE_CS42 SAL_TGACv] 377315_AA1245350 €CT domain
TRIAE_CS42_SBL_TGACY]_106042_AA1339650 CCT domain
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GACYI_502042_AA1622640 B-bax-type zinc finger
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TRIAE_CS12_4AS TGACVI_ 306183 AA1003900 ZF-HD homeobosx protein
TRIAE_CS42_4AS_TGACVI_J06412_AAIO0TT60 CHF/NF-Y/archacal histone domain
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