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WE: AR <256 = I 1) K R A B DRI 2 BB T SRR AR I € 35 (Cy tochrome,  cob) ZERIRE 514, PCRY3R1F1 173 bpKE

CJLGM-1B) ZRALARCobIEFIFRAFIXFF . )FFU T, 1ZHEIRAS39I G EERR, A+TE 58, 1%, G+C&E41. 9%. Southernit
AE W] cobk RTEA B R ST ZRML (AR PR 20 rp 2/ D A 248 ULe SR IR 7 5 S RGEHEA 0 BT ), KRG S5 IS it cobZE (R A
HEFIERYE, ST ED R Rk 8%, HAN KA SRR G MG, Ui cob  FER EAERINR
P, FTRMERST RGN L e bd .

In this study, mitochondrial DNA uncompleted sequence was used to design special prime of mitochondrial

WEART: KR Abstract: , _ ) oo
cytochrome b gene(cob)and obtained conservation domain of soybean cob gene by PCR amplification. The results

showed that cob gene was consisted by 1 173 bp which encoded 391 amino acids, with 58.1% A+T and 41.9% G+C
content. Southern blot analysis revealed that more than 2 cob gene copies were found in G.max mitochondrial
genome. Amino acid sequence and phylogenetic analysis showed that cob was most similar to the dicotyledon, with
98% identity at the nucleotide level.In conclusion, cob gene is a potential hereditary marker for phyletic

classification basing on its highly conservative property.
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