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Standardization of SELDI technology

100875

100875

Abstract: In recent years, SELDI-TOF-MS has been widely used in screening biomarkers in
various cancers and is becoming an important tool for differential and dynamic proteomics
research. Compared with the conventional technology, SELDI has fast, easy, sensitive screening
ability and high throughput capability, and only needs a small amount of sample, so it
especially suits for differential biomarkers screening from a lot of samples. However,SELDI
strongly depends on self-operation, it is necessary to set up a standard proceeding for
biomarkers detection. In this paper, we used different types of chips to detect and analyze
the key parameters, such as the store time of samples, times of freezing and thawing, the type
of chip and matrix, laser intensity and parallelism, and finally established standardizing
program for exploitation of most differential proteins. All the results above have provided
with a theory for establishing and perfecting the SELDI protein chip technology.
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