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This paper presents the application of concurrent and distributed database technique to “omics” research A SAER AR
by case studies. To demonstrate the essential power that informatics techniques brought in, we b AR

specifically focused on the systems designed for: remote lab informatics management, concurrent b iR fE

annotation of “omics” data and distribution of computational tasks, information integration and data PubMed

mining from distributed, semantically heterogeneous data sources. . .
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