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Evaluating genes without expression trees construction
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Abstract

Traditional ET(Expression Tree)-based GEP has amajor performance defect:Repetitive ET traverses and calculations. This
paper proposes a novel model called Scale-Based GEP to solve the problemVariable matrix is used to avoid repetitive
calculations and traversing in ET-based gene evaluation.Experiments show that Scalebased eval uation outperforms ET-

based method 3~5 times constantly.
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