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摘要  传统基于表达式树ET的基因评估从性能角度讲主要缺点是：重复遍历表达式树和进行大量重复计算。提出
基于Scale的基因评估。变量矩阵用来避免基因评估中的重复计算。实验表明，在绝大多数数据分布下和参数选择
情况下：基于Scale的基因评估较基于 ET 的基因评估快 3~5 倍。 
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  Abstract
  Traditional ET(Expression Tree)-based GEP has a major performance defect:Repetitive ET traverses and calculations.This 
paper proposes a novel model called Scale-Based GEP to solve the problemVariable matrix is used to avoid repetitive 
calculations and traversing in ET-based gene evaluation.Experiments show that Scalebased evaluation outperforms ET-
based method 3~5 times constantly. 
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