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Study on similar subnet searching method of protein-protein interactions
network

LI Song-bei, XIE Jang, ZHANG Wu, WU Pin

School of Computer Engineering and Science, Shanghai University, Shanghai 200072, China

Abstract

The problem of the Protein-Protein Interactions Network (PIN)  similar is hot in bioinformatics researching
domain.Here, computer science and biology is combined to present a prior neighbor searching method of protein-protein
interactions network.The method uses both the protein sequence and the PIN structure.In the method, similarity is added
to the proteins that have interaction with similar proteins and similar subnet searching of deferent species protein-protein
interactions is implemented.Comparing with other methods, the method can search larger object subnet in quicker speed
and it can get amore similar and longer PPI.In this paper, the method is applied to the PIN of yeasts and flies and gets ten
relative conservative PPIs.
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