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Resear ch about improved genetic algorithm applied in white cell” s auto
recognition
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Abstract

For the high-dimension data of multi-spectral microscope cell image,awhite blood cell” s feature selection method based on
Adaptive Genetic Algorithm (AGA) ispresented in this paper.The paper improves the AGA for promoting
convergence speed and high robustness.Based on selecting 53 white blood cell” s features,the paper applies the Support
Vector Machines (SVM) to realize the white blood cell recognition.The result approves the way of feature selection and
classification recognition is valid,the ration recognition can reach 89.02%.
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