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Abstract

Theoretical analysis and practice indicate that the insulative faults of power transformers are closely related with both the
components and the component ratios of various dissolved gas-in-oil.In this paper, avariable length coding genetic fuzzy
cluster algorithm is designed to effectively fuse the above two kinds of information and accomplish the dynamic cluster
analysis on the faults of power transformer.We adopt a cluster prototype-based dynamic real-coding scheme, in which the
variable length chromosomes express cluster prototypes and different length of chromosomes corresponding to different
numbers of cluster prototypes.Also, akind of novel crossover operator and mutation operator are designed to adapt the
variable length chromosomes.Theoretical analysis and experimental results indicate that the proposed method is valid.
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