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SiLAD: A new technology for dynamic proteomics
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Abstract: Dynamic proteomics that traces the changes in expression level of different
proteins has become the new frontier of proteome research. However, most of conventional
technologies are measuring the accumulated amount of different proteins instead of
““differentially expressed proteins””. A novel technique, SiLAD(35S in vivo Labeling Analysis
for Dynamic Proteomics), was developed in our laboratory to meet this need. This new technique
provides higher temporary resolution and higher sensitivity in detection of differential
expressed proteins and yet, when the resulted 35S 2-D gel phosphor-image is analyzed in
combination with CBB stained image, it can provide additional information about protein turn
over dynamics. This technique could be widely used in the studies of most progressive
biological processions. The major principle and characteristics of SiLAD technique were
briefly introduced and discussed in this review.
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