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摘要 从来自3个烤烟品种NC297、红大、K326的600株内生细菌中,以烟草青枯病菌(Ralstonia solanacearum)为靶标,共筛出55

株拮抗菌,其对烟草青枯病菌的抑菌圈直径在1~16 mm之间.对这55株拮抗性内生细菌的16S rRNA基因序列进行RFLP分析共产生6

种带型.根据RFLP带型选取16株进行16S rRNA基因序列测定和系统发育分析.结果表明这55株拮抗性内生细菌属于Firmicutes和

Proteobacteria两大类群的6个种:Bacillus amyloliquefaciens subsp.plantarum,Bacillus methylotrophicus,Bacillus 

tequilensis,Brevibacillus parabrevis,Brevibacillus brevis和Pseudomonas aeruginosa.利用cheA基因检测方法和平板检测

方法共筛选到3种具有趋化性的拮抗性内生细菌:Brevibacillus parabrevis,Brevibacillus brevis和Pseudomonas aeruginosa.
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Abstract： A total of 55 strains with antagonistic activities against tobacco pathogen Ralstonia solanacearum 

were screened from 600 endophytic bacteria isolated from three tobacco varieties,which were NC297,Hongda 

and K326.Bioassay results in vitro showed that these antagonists exhibited different antibacterial activities to 

the pathogen with inhibited hole of 1—16 mm in diameter.The 55 antagonists were represented by 6 RFLP 

patterns.16 representative isolates,1—3 strains from each RFLP patterns,were selected for 16S rRNA 

sequencing.Phylogenetic analysis placed the 55 antagonistic bacteria into 6 species of Firmicutes and 

Proteobacteria : Bacillus amyloliquefaciens subsp. plantarum,Bacillus methylotrophicus,Bacillus 

tequilensis,Brevibacillus parabrevis,Brevibacillus brevis and Pseudomonas aeruginosa .Three species of 

endophytic bacteria, ( Brevibacillus parabrvis, Brevibacillus brevis and Pseudomonas aeruginosa ) showed 

chemotactic activity by methods of cheA gene amplification and plate assay. 
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