Vol.21 No.2

200281 6 2 JOURNAL OF NINGBO UNIVERSITY ( NSEE ) June 2008
:1001-5132 2008 02-0186-04
315211
(PNSB) pufM
16S rRNA comamonadaceae
pufM 16S rDNA
Q939 A
Bergey’s (1.2
27 66
[3-51, (Purple 1
Nonsulfur Bacteria PNSB)
1.1
6], Biebl and Pfennig’s (10]
RCVBN (i
1.2
lg I mL 25mL
30 3000
5000 Ix 7d 10
10° 10° 1 mL
25mL
791, 7d.
7d
pufM
16S rRNA 3
2007-11-17. http://3xb.nbu.edu.cn
R305333 20051696 2004A610026 2005C100097 .

1982

. E-mail: wlgang0220@163.com



187

( CX-31)
1.3
30 7d
1.4
1.4.1
20gL!
NaHCO; 3 3
1
1.4.2
10 000 r'min™! 8 min
1 2 60
60 UV-3100PC
300 1000 nm.
1.4.3 pufM
DNA (121
DNA PCR
pufM PCR
[13].
1.5 16S rRNA PCR

(27f 1541r)PCR
16StDNA PCR
[14] UNIQ-10 DNA
PCR
BLAST GenBank

2.1

1 Y10.

2
4 mm (1.5 2.5) um><(0.4
0.5) pm.
1 2mm
22 Y10 NaHCO3
Y10
23
Y10
1 376
380nm 587 593nm 801 805nm 860 nm
Y10
a 465 470nm 492 498nm 523 528
nm 3

Y10

a

1.6
1.4
1.2

g 10
2 08
= 0.6
0.4
02+
0 1 1 1 1 1 1
300 400 500 600 700 800 900 1000
K / nm
1 Y10
2.4 pufM
pufM Y10
pufM PCR 190 bp
( 2) Beja M pufM
pufM
2.5 16S rRNA
Y10
30



188

2008

lane I 6( ) E.coli; Vibrio fluvialis Vibrio protelyticus

Bacillus firmus; Pseudomonas aeruginosa; Microbulbifer hydro-
lyticus; lane 7 Marker; lane 8 Y10; lane 9  10( ) Ecto-
thiorhodospira shaposhnikovii  Rhodopseudomonas palustris

2 Y10 pufM
18 Comamonas
98 99 )
Comamonas aquatica 12
97 2

Acidovorax
coma-
monadaceae
Rhodoferax Roseateles  Rubrivivax 3
Y10
( 93 91 91 ).

comamonadaceae

O]
pufM Y10

(2) 16S rRNA

comamonadaceae

Y10

comamonadaceae

[1] Staley J T, Holt J G. Bergey’s manual of systematic

bacteriology[M]. Baltimore: Williams & Wilkins, 1989.

[2] HoltJ G, Krieg N R, Sneath P H, et al. Bergey’s manual
of determinative bacteriology[M]. 9th ed. Baltimore: Wi-
lliams & Wilkins, 1994.

[3] Overmann J, Fischer U, Pfening N. A new purple sulfur
bacterium from saline littoral sediments Thiorhodovirbrio
Winogadskyi gen. nov. and sp. nov[J]. Arch Microbiol,
1992, 157(4):329-335.

[4] Zhang D M, Yang H F, Zhang W, et al. Rhodocista peki-
ngensis sp. nov., a cyst-forming phototrophic bacterium
from a municipal wastewater treatment plant[J]. Int J Syst
Evol Microbiol, 2003, 53:1 111-1 114.

[5] R s Rhodocista

[J]- ,
2000, 40(1):14-20.

[6] OdaY, Star B, Huisman A L, et al. Biogeography of the
purple nonsulfur bacterium Rhodopseudomonas palus-
tris[J]. Appl Environ Microbiol, 2003, 69:5 186-5 191.

[7] , , , HZPSB
. , 2005, 21
(1):69-73.
[8] , , ,
0. , 2006, 26(1):
61-65.
[9] , , )
0. , 2007, 30(2):220-
222.

[10] Biebl H, Pfennig H. Isolation of members of the family
Rhodospirillaceae[M]. Berlin: Springer-Verlag, 1981.

[11] Weaver P F, Wall J D, Gest H. Characterization of Rho-
dopseudomonas capsulata[J]. Arch Microbiol, 1975,
105:207-216.

[12] ) ; ,

[1]. , 2000,

40(3):229-236.

[13] Beja O, Suzuki M T, Heidelberg J F, et al. Unsuspected
diversity among marine aerobic anoxygenic phototrophs
[J]. Nature, 2002, 415: 630-633.

[14] , , DGGE

[J]. , 2007, 31(2):

204-210.



2 189

A New Genus of Purple Non-sulfur Bacteria

WANG Long-gang, PAN Zhi-chong, ZHANG De-min

( Faculty of Life Science and Biotechnology, Ningbo University, Ningbo 315211, China )

Abstract: A strand of purple non-sulfur bacteria(PNSB) is isolated from sediment of a shrimp pond in
Xiangshan, Ningbo. Judging by several factors such as the cell morphologic structure, culture characteristics,
inorganic carbon utilization, the absorb spectrum of living cells and PCR detection of pufM gene, the sample is
identified as a strand of anoxygenic anaerobic phototrophic bacteria. Analysis of the 16S rRNA gene sequences
reveal that the isolate identified in the experiment should be classified as a new genus of the family
comamonadaceae.
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