L 200633 (4) T3 ISSN:CITS4IT2 ON: 11-560R

e

2 XM degu32(Hy). degQa Fil degR i ki 42
g, 2

LIRS AR, oo

2 AT
W H ) 2005613 mumm 2005722 M RAH N 200646 LR

i FF 8 K -2- 1 324 1187 11 4 2 I ) 2 )

A L fdese EBE, 1

a2 () A1 dosk 1, BEE Gacillus 4 st 0,
iRt i e i e e e R s
KW QU (y): depOa deoR. EHUAILIN: KT

Y

Effects of degU32(Hy), degQa and degR Pleiotropic Regulatory Genes on the Growth and Protease Fermentation of Bacillus Subtilis Ki

PAN XueFengl, 2,

L Insitute of Genetics and Developmental Biology, Chinese Academy of Sciences, Bejing 100101, Chinat
2 Befing Insitute of Technology, Befjing 100081, China

Absiract

Sr=tfets of degUsz (). degR genes fom Bacilus subills 163 and dega gene from Saclus amyllquetacens on Baclus subi
2 chromosome and/or

1:udegu31 (Hy) showe

ecies and strains, they showed pleiropi efects i B, ubtis K212, B
ith degQa either in plasmid or in chromosor

£ o3 i et Staiise oL phaSPINE. Which 1 BE5U33 (1) srin 30 ORGer forher iy e Deoosamare eHct <7
Ko weres

U (Hy): 0ena: deR: pleotopic  repuiatory  gene: Bacillus  subiis

oo

L TR
I HOKHEE R BRILE DoV RN

K12:432 cell growan. sporulation an protease fermentation were nvesigated by ntoducing these genes nto . sublis Ki-2-

altered cell growin, increased protease production and affected the spore formation In a glucose and dosage dependent manner. By contrast, degR did not significantly affect the protease productivity in degUs2 (Hy) mutant, consisting with ¢

ESS

B

) PDE(KE)

) L 20k
» % ik
Mg 55 R st

b ik
b iyt

AR E 8 depanen@yahoo comen



