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Abstract:The mitochondrial DNA (mtDNA) from Neosalanx taihuensis Chen was prepared by the improved
alkaline lysis procedure. The cleavage sites map of six kinds of restriction endonucleases
(Pvull, BamHI, XhoI, EcoRI and PstI)was determined. The physical maps of mtDNAs from N. taihuensis

Chen, Salvelinus taxa and Salmo salar were analyzed. Genetic distances between mtDNAs were calculated
by the formula of Nei and Li(1979).Phylogenetic reconstruction method, UPGMA, was used to analyze the
genetic relationships and the molecular dendrogram was established and revealed:the genetic
distance between Salvelinus taxa and Salmo salar is 12.23% and that between N. taihuensis Chen and
Salvelinus taxa-S. salar is 21.36%. Thisc indicates that Salangidae diverged from Salmoninae earlier.
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