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Construction of a DNA Library in Small Cassette Encoding Random Peptide
Consisting of 15 Amino Acids
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Abstract:

Using a small cassette DNA encoding library construction strategies, DNA template encoding 10 random
amino acids was synthesized according to degenerate codon of a 15 kinds amino acids set. After three

consecutive small cassette library assembly process including PCR amplification, digestion and

connection, a small cassette DNA encoding library which a random coding region with length up to 97

amino acids was successfully constructed, and library capacity was 1.31 x 1012 /ml.
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