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Multiplex PCR Identification of 1BL « 1RS Translocation and High Molecular Weight Glutenin Allele Glu
D1din Wheat
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Wheat bread making quality is greatly affected by high molecular weight glutenin subunits (HMW  GS) and 1BL . 1RS translocation. Of the
glutenins, subunits 1Dx5+1Dy10 encoded by the Glu D1d gene have the largest positive effect on dough strength. And serious defects in bread quality
have been associated with the presence of 1BL « 1RS translocation. Therefore, it has been important to incorporate the Glu - D1d gene into bread whest
and simultaneously avoid the 1BL . 1RStranslocation. In this paper, amultiplex PCR, composed of two setsof co  dominant markers, was devel oped to
identify the Glu D1d gene and the 1BL . 1RS translocation. With the advantage that the multiplex PCR could simultaneously distinguish homozygous
genotype from heterozygous at both loci, it's very useful and efficient in molecular assistant selection (MAS) breeding. It was successfully applied to scan a
small size segregating F, population, and the results were consistent with that of the protein electrophoresis (SDS  PAGE). Furthermore, the multiplex
PCR was validated in a collection from all the ten wheat zonesin Chinaand abroad by comparing simultaneously with the PCR assays using the markers of
single locus.

BESI BEIRFE FERPDF %R
KM

1552 55 633883 1y 1)
WU A CEERAEDFA) G
BRICFE: ARG AL 2B A A W Bt

WA
SRR

MEPHGE, BEEATIRRRCE, BRI, BT A
AIELLA, FRH DRI R
By AT R B AR, B RS,
WRIRZ s 5=, EBREOR PR — e e s 22, 1
RPN IISESCOR R IAR LT, A7 LR EN O % (3]

Tl—HAARS BRI

(HZARp2AR) guhis 2011411781







