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2 ZHCOEFENIGE (activin) ZEFBAT R BAIKITH], it —XFIE514, MEEFLAE (pavo
muticus). ¥EFLFE (pavo cristatus) Al FLAE LR 20 Hh o B 2554k 25 5L R BAVE JE e IR P 51 P45 SR 0, 3%
A 2 R BATY J Jl IR P 514K 345bp, St 1162 . JPHIor AT R, ML S AL TR AR E 4 98. 0%,
MEEFLE 5 AL R RIVETE 9 98. 8%. NCBIMCER LR Eon, b 75 38 R BANE 55 il TR 7 HUAEAS [R) 4 o () 54
R HIEMRINBENT s HTR I, TELEBATEE BN ] BETE QUM (5 5 et AR b R #E TR L NE . 73 4h,
) FH I A 35 5 TR AN B G AP B R st T =P f L 1) SR B i D) L% B Rl A . SR B, AFLE SiETL#
HIERR R R HSFLERSRECRIE . AT, AFLERETEILE, Rraeelifle — A G5 B0,
ITAS 2 NAT 38 5 A A AU AL — AR A& K. Abstract: The sequences of activin genepA
subunit mature peptide have been amplified from white peafowl, blue peafowl (pavo cristatus) and
green peafowl (pavo muticus) genomic DNA by polymerase chain reaction (PCR) with a pair of
degenerate primers. The target fragments were cloned into the vector pMDI8-T and sequenced. The
length of activin gene PA subunit mature peptide is 345bp, which encoded a peptide of 115 amino
acid residues. Sequence analysis of activin gene PA subunit mature peptide demonstrated that the
identity of nucleotide is 98.0% between blue peaflowl and green peafowl, and the identity of that
is 98.8% between blue peaflowl and white peafow. Sequences comparison in NCBI revealed that the
sequences of activin genePA subunit mature peptides of different species are highly conserved
during evolution process. In addition, the restriction enzyme map of activins is high similar
between white

peafowl and blue peafowl. Phylogenetic tree was constructed with Mega 2 and Clustalxldx software
The result showed that white peafowl has a closer relationship to blue peafowl than to green
peafowl. Considered the nucleotide differences of peafowls’ activin geneBA subunit mature
peptides, a highly conserved region, we supported that white peafowl was derived from blue peafowl,
and it is more possible the hybrid but just the product of color mutation, or maybe as a subspecies
of Pavo genus.
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