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Abstract:The major obstacles to clarify molecular mechanisms involved in amyloid metabolism of
Alzheimer’ s disease has been the unavailability of animal and cell models for this unique human
disease. The present research was aimed at establishing genetically engineering cell lines that
overexpress the C—terminal fragment of human APPgene. Cloned human APPcDNA and retrovirus
eukaryocytic expressing vector pDoRneo were used to prepare for the transformed PC12 Cell lines.
RT-PCR and Western Blot showed that stable transfectants which express the correspoding fragment of]
APPgene in mRNA and protein level have been obtained. Morphological observation and MTT, LDH assay
showed that no apparent toxic effects have been observed
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