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Abstract HLA-DRB1 alleles of 159 Chinese donors from Liaoning Han population were determined by
using a set of 23 sequence specific oligonucleotide probes directed to various DRB1 alleles. The
samples were first amplified and divided into 8 groups by allele/group specific primers. The SSOs
enable us to identify 58 different DRBlsubtypes. 42 alleles were detected in the study of this
population. Among them, the DRB1%09012(12.8%), *0701(10.7%), *1501(10.4%), *1201(7.9%), *1202
(7.5%), *1101(6.6%), *0301(5.0%) are the most frequent. The significant difference was found in
Chinese northern Han population by comparing the gene frequencies in Caucasoid samples, suggesting
that there were principal DRB1 alleles in different races.
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