4L 200527 (6): 869-872 1SSN: 0379-4172 CN: 11-5450/R

WFgTak st

B vh P N L25 Y B4k B 74 STREE K] B 1) vt 4% 2 &Pk #r
RN, 2, 58 #EL , PR, AoBhl, MHTAEL,

V22 A8 1 K27 IR 55 95095 AH DI IR 280 3 J i S0 =, s k9T PH % 710061

ek 1 2005-2-18 & 1] H 18 2005-5-18 W £¢ hiw kA H I 45 H i

WME oW TR EDURARE T 125 ik TR EE R TS (short tandem repeat, STR) JE M2 4
P SRHABECARCIEE RN 125 Yotk FD12S1718. D12S1675. D12S358. D12S367. D12S1638. D12S1646
FID12S16823E K BEAES0 44 Bk VY BFH « AR DUG N A (184 E 2 AT oM 45 RAE TP DU N,
D12S1718. D12S1675. D12S358. D12S367. D12S1638. D12S1646F1D12S168245 K a4y Ak 7. 10, 8. 8. 6.

OFITI/NEEAL L, 10, 17, 18, 18, 14, I18FI264NFEKAL, 4B EE4riil 44, 28% . 66.10% . 78.89%
77.89%. 73.69%. 74.55%F182. 39% . #MHIXTANSTRIEL F 6 7E o [ A BFh iP5, LR A58

£ &Hard—Weinberg P4 (P>0.05)
REEE  RHRBEERTA) Btk Z AN Hardy-Weinberg 47, 125 YL {44
s Q347

Analysis of Genetic Polymor phism of 7 STR Loci on Chromosome 12 in
Shaanxi Han Populations

KANG Long-Li 1,2, GUO Xiongl , PING Zhi-Guangl , ZUO Hongl, LAl Jiang-Hual,
Bao-Dil , GENG Dongl, CHEN Tengl

ZHANG

Key laboratory of Environment and Genes Related to Diseases,
of Education, Xi’an Shaanxi 710061, China

Xi"an Jiaotong University Ministry

Abstract

To analyze the genetic polymorphism of 7 STR loci (D12S1718, D12S1675,
D12S358, D12S367, D12S1638, D12S1646 and D12S1682) on chromosome 12 in
Shaanxi Hans. EDTA-blood specimens were collected from 80 unrelated
individuals from Chinese Han

population in Shaanxi province. The DNA samples were extracted and relevant
fragments were amplified by polymerase chain reaction (PCR). The PCR products
were analyzed by ABI 3100 Genetic Analyzer. The number of alleles and
genotypes observed at loci D12S1718, D12S1675, D12S358, D12S367,
D12S1638, D12S1646 and D1251682 were 7, 10, 8, 8, 6, 9, 11 for alleles and 10,
17, 18, 18, 14, 18, and 26 for genotypes, respectively. The heterozygosities for
the 7 STR loci were 44.28%, 66.10%, 78.89%, 77.89%, 73.69%, 74.55% and
82.39%, respectively. The distribution of allele frequencies of 7 STR loci on
chromosome 12 was consistent with Hardy-Weinberg equilibrium and relatively
high genetic polymorphism was observed in Shaanxi Han population.
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