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Abstract:Fluorescent in situ hybridizaiton(FISH)was used on the metaphase of Macaca mulatta and
Macaca fasicularis with human chromosome specific DNA libraries for chromosome 5. 9. 13. 15. 17 and
20. In Macaca mulatta, the result showed that chromosome 5. 16 and 17 was entirely painted by human
chromosome 5. 13 and 17 specific libraries respectively.The long arm and the partial short arm of
chromosome 14 and the short arm and the partial long arm of chromosome 7 were painted by human
chromosome 9 and 15 specific libraries respectively.And the long arm of chromosome 13 was painted
by human chromosome 20 library.The result was the same in Macaca fasicularis.Combinded with the
comparative analysis of G-banding, the evolutional relationship of these chromosomes between human
and macaques was discussed
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