4L 2006 28 (11): 1361-1364 ISSN: 0379-4172 CN: 11-5450/R

i nki e YRR
N PN

7 % T PR A RE L5 STRIE [N 3 22 25 1 1R i 5% SR

I L I ¥ G Sl R S Ry :P_[I—I?'I[:l\(ﬂof;)i](OKB)

L LTS BRI A, i 120001 2 SNBSS B A T ||

W2 5 25 ==

S 121001; 3. 05 4 BN EE 22 B8 A\ K2ERTS0T, B 121001 i % 5 % 5t

WK 1 2005-11-22 4[5 1307 2006-1-9 90 46 i % 17 [1 4 2006-11-14 455 [134] b EASCE R

S kAR 558

PN HE PR
R 2 BEPCRA L (A2t (6FAM. VIC. NED. PET. LIZ) H AWK AR A VG5 3 A DX by 2 sl ABED8S1179. |k &2k %2 3]
D21S11. D7$820. CSF1PO. D3S1358. THO1. D13S317. D16S539. D2S1338. D19S433. VWA. TPOX. D18S51. -
D5S818, FGAJL 1 SANSTRIEDHRE S A5 VEAM 5, $RF5 T 15ANSTRIAGIE (I AL 22500 . 45 JL R 15ANSTRIL DA e fry | " Emall Alert
AL o Aii 75 A Hardy-Weinberg 4 o 15ANSTRIE M AR 1AM %8531 g (DP) #E0. 751570. 95992 [f], %45 /% (H) 1E b 30
0.557670. 85382 [1), % a&fii B & ik (PIC) 0. 545570. 84582 ], ARSLHERRAE (EPP) ££0. 375570. 85202 ), BNy sy g 1
A% F350. 99999999, EFIAEAHERRZ 0. 999999997, 15/NSTREEM P i & 1F A ABER B S T | —

BT VRS T S A UM S FIRAR B
b AT A < ERE A RS
AR

K HERIEA A R RA R WA S A B

%% Q347 N

Genetic Polymorphism of 15 STR Loci in a Lhasa Tibetan Population i %%
- ARE

LI Ning?, SU Yu-Hong?, XI Huan-Jiu®, REN Fu®, ZHU Bao-Qin?, WEN Y ou-Feng® - B

1. College of Basic Science, Jinzhou Medical College, Liaoning Province, Jinzhou 121001, China; 2. Key
Laboratory of Molecular

Cell Biology and New Drug Development of Liaoning Province, Jinzhou Medical College, Liaoning
Province, Jinzhou 121001, Ching;

3. Anthropology Laboratory, Jinzhou Medica College, Liaoning Province, Jinzhou 121001, China

Abstract

<P>The polymorphism distributions of 15 STR loci (D8S1179, D21S11, D7S820,
CSF1PO, D3S1358, THO1, D13S317, D16S539, D2S1338, D19S433, VWA, TPOX,
D18S51, D5S818 and FGA) were investigated in a Lhasa Tibetan population by
multiplex PCR amplification using five fluorochromes (6FAM, VIC, NED, PET, L1Z).
Gene frequency, discrimination power (<EM>DP</EM>), heterozygosity
(<EM>H</EM>), polymorphism information content (<EM>PIC</EM=>) and probability
of paternity exclusion (<EM>EPP</EM>) were calculated, and all loci were tested for
Hardy-Weinberg equilibrium. Results indicate that the gene frequency of these 15
STR loci is in Hardy-Weinberg equilibrium. The <EM>DP</EM=> is at 0.7515—0.9599,
<EM>H</EM=> is at 0.5576—0.8538, <EM=>PIC</EM=> is at 0.5455—0.8458, and
<EM>EPP</EM=> isat 0.3755—0.8520. Cumulative <EM>DP</EM=> of the 15 STR is
0.99999999, and cumulative EPP is 0.999999997. Therefore, these 15 STR loci can
be used as genetic markers of in Lhasa Tibetan populations in anthropological
studies, linkage analysis of genetic diseases, individual identification and paternity
testing in forensic medicine.</P>
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