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Screening of a group of antibiotics resistance interference lignocellulosic decomposition microbial consortium ADC-6
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Abstract: A new microbial consortium ADC-6 was constructed in medium with 0.025 mg mL? tetracycline and straw as the sole carbon source from high
temperature stage compost. After many generations of domestication and screening, ADC-6 can degrade the lignocellulose and antibiotics steadily. The microbial
consortium ADC-6 could degrade the tetracycline 0.0194 mg within 6 days, and 32% of straw within 14 days. The peak values of CMCase activity, hemicellulase
activity and the Filter Paper activity of ADC-6 reached 15.85 U * mL?t,62.97U - mLand 15.56 U - mL ™ at4d, 2d and 2 d, respectively. Denatured gradient gel
electrophoresis was used to domesticate the dynamic change of ADC-6 during the degradation, and clone library was used to analyze the microbial diversity. It was
found that the consortium contained the Bacteroidetes, Sphingobacteriales, Bacillaceae, Clostridiales and Proteobacteria. Clostridiales had strong ability to degrade
lignocellulose, and might be the key bacteria in ADC-6. Bacteroidetes was probably the key bacteria for antibiotics degradation.
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