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Dependence of the recA Gene for the Replication of the Bacterial
Chromosome Init iated by the Integrated F' Plasmid in Escherichia coli

Mao Yumin, Cheng Haiping, LU Jianwei, Sheng Zujia

Institute of Genetics,Fudan University,Shanghai

Abstract

Mutant strain dnaA46 of Escherichia coli can be integratively suppressed by the F’
plasmid.Upon introducing the recA56 mutation through transduction the suppres
sive integration strain (Sin) becomes unable to grow at 40C.By means of experim
ents of marker transfer,acridine orange sensitivity test,F’ curring and mini-chr
omosome transformation it is concluded that the F’ plasmid is always in an integ
rated state in the Sin strains and that the initiation of the replication of the
bacterial chromosome is carried on by the integrated F’ plasmid.The biosynthesi s of
DNA and protein of the Sin recA+ and Sin recA- strains at different tempera tures
were compared.It is concluded from the experimental results that the recA gene
functions at the level of DNA replication.The recA gene is known to be the key gene
in DNA recombination and SOS repair of DNA damage.The works reported he re
throw some light on the understanding of the function of the recA gene.
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