i FLE 27 244 2010, 5(2) 101-104 DOI:

H

ISSN: 1673-3827 CN: 31-1960/R

AEIHSE | FHIHE | IR0 | SR

wE

A B2 BRI AFLP > Bt

A st W2, BOTIEZ, Rk s ekt

1. b T AR S BE B304 IR PR R B2 kAL, b at, 100048;
2. [UEEIRAERMER PR, i, 200003;

3. R E R K ER KR, g, 200433;

4. FHIR2EBERT, LifF, 200433

2. HIN VPAHAFLP-DNAFRAUEARAE R A RSB 70 h NS 0L Trik B BB ER T HE A 4L DNA ] XU ],

[FTEIAT] DA

WU SR T LB U A i, 5 SR AU s AN 5 |09 BEDNA T BE T WA i 3 i (K A2 P SR N e e

VKOY S AREREATAR G SR 0 MR A S B AN A 2> B RR K L8R A K BR T, AT AT 302 45 K/ E30~
500bp IDNA-AFLPFE S, AH 7] R A7 AN T AR SR A0 0%, 5K 1 Tl — B8 AN )0 S R P RR 2 BRI R | [ — B i
B HIANIRI AL T PIAR 73 AR AR o AR R A B . 8598 o T AFLPI R F0 8 el I 10 AL B sk A T 90 27
AIA N TH.

KHEW]: Fr/EKEERE DNA  §8  BiKZ 2 A0

Amplified fragment length polymorphism analysis of Cryptococcus neoformans
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Abstract: Objective To evaluate AFLP-DNA fingerprinting method in the discrimination of
C.neoformans.Methods Genomic DNA from C.neoformans was digested simultaneously with two
restriction enzymes.Double-stranded adapters were ligated to the ends of restricted fragments and DNA
fragments were amplified by PCR using primers complementary to the adapters and the restriction site
sequences.AFLP products were separated using high resolution denaturing polyacrylamide gel
electrophoresis and visualized by silver staining.Results DNA fingerprint patterns of 18 C.neoformans
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isolates from five serotypes and clinical isolates were analyzed by AFLP.AFLP fingerprints comprised over } article by ZOU Xian-biao

30 bands detected in size range 30-500 bp.Different AFLP patterns were detected in isolates of the same

serotype and identical banding patterns were observed from in isolates from the same patient at
different time interals and different sources from one patiant.Conclusions AFLP is highly
discriminatory,and powerful epidemiological tool for improving our understanding of C.neoformans.
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