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T HZAT H ISTMIFST . Abstract: Signature—tagged mutagenesis (STM) is a novel technology with high
throughput screening ability to identify virulent genes of pathogen in vivo. An appropriate animal
or cell line model is one of prerequisites by exploiting this technique. In order to apply STM to
Shigella flexneri, RC426 was constructed as an attenuated mutant with chloramphenicol resistance
and aroA and virG genes inactivated by homologous recombination; Another attenuated strain T32 was
used as an oral S. flexneri 2a vaccine due to a spontaneous deletion in three loci (ipaBCDA, invA
and virG) on the virulence plasmid. The wild type strain 2457T had the invasion ability into host
cells. The three strains, RC426, T32 and 2457T, were mixed together to invade colon cancer cell
line SW480, and the distinct strains were recovered and counted from cell lysates of invaded SW480
in different time. The results showed that there were statistically significant differences between
the amounts of two attenuated strains recovered and that of virulent strain within 12h invasion,
indicating SW480 was a suitable cell model for applying STM to screen virulent genes of Shigella
flexneri.
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