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摘要 实验采集了华东师范大学在校学生皮肤表面的细菌样品，通过Baird Parker培养基选择性分离葡萄球菌属菌株.对分离到的菌株

进行染色体DNA的提取，并扩增16S rRNA基因；通过16S rRNA基因序列分析菌株类型及菌株之间的系统发育关系；最后利用纸片

琼脂扩散法(K-B法)检测葡萄球菌菌株对10种常见的抗生素敏感性并进行分析.结果分离得到了共31株葡萄球菌菌株，然后对各菌株

的16S rRNA基因序列进行系统发育关系分析，将其分为6个不同的葡萄球菌种.通过对抗生素敏感性分析显示，31株菌中对10种抗

生素检测没有完全敏感的菌株，其中氨苄青霉素、阿莫西林和恩诺沙星3种抗生素抗菌效果都比较低，抗性率分别为91%，91%和

72%；阿米卡星的抗葡萄球菌效果最好，在31株菌株中只有3株菌株对阿米卡星具有抗性.上述结果显示，不管是维族人群还是汉族

人群，皮肤表面都存在大量葡萄球菌，而维族人群中存在的数量高于汉族人群，但在菌株类型上并没有显著差异.存在于健康人体表

面的葡萄球菌对常见10种抗生素具有较高的抗性，阿米卡星对葡萄球菌的敏感性最好.
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Abstract： 〖WTBX〗Staphylococus〖WTBZ〗 were isolated from the healthy human skin samples using Baird 

Parker medium. The taxonomy and phylogenetic relationship of 〖WTBX〗Staphylococus 〖WTBZ〗were analyzed 

based on the 16S rRNA gene sequences. Antibiotic susceptibility of 〖WTBX〗Staphylococci〖WTBZ〗 was 

detected by B-K method. A total of 31 strains of 〖WTBX〗Staphylococus〖WTBZ〗 were isolated which can be 

classified into 6 different species. Each of 31 〖WTBX〗Staphylococus〖WTBZ〗 strains was able to resist to at 

least one antibiotic among 10 tested antibiotics. The highest resistance rate was found against Amoxicillin and 

Ampicillin with 91%. Only 3 strains among the isolated〖WTBX〗 Staphylococus〖WTBZ〗 strains were resistant 

to Amikacin. The results indicated that 〖WTBX〗Staphylococus〖WTBZ〗 strains were abundant in both Uyghur 

and Han’s skins and the population level of 〖WTBX〗Staphylococus〖WTBZ〗 species was higher in Uyghur 

human skin samples than in Han’s. Furthermore, our study also suggested that 〖WTBX〗Staphylococus

〖WTBZ〗 strains isolated from healthy human skin samples of East China Normal University students had high 

resistance ability to 10 tested antibiotics. 

Key words： skin microenvironment   〖WTBX〗Staphylococci〖WTBZ〗   16S rRNA gene   phylogenetic relationship   

antibiotic susceptibility   

收稿日期: 2011-08-01; 出版日期: 2012-02-01 

基金资助:

null

引用本文:   

. 华东师范大学在校生皮肤上葡萄球菌类型及其抗药性分析[J]. 华东师范大学学报(自然科学版), 20120, 2012(6): 122-130,138. 



  

. Species distribution and antibiotic susceptibility of Staphylococci isolated from the healthy human skins of East China Normal University students[J]. 

Journal of East China Normal University(Natural Sc, 20120, 2012(6): 122-130,138. 

[1] null 

[2] GAO Z, TSENG C H, PEI Z H, et al. Molecular analysis of human forearm superficial skin bacterial biota[J]. Proceedings of the National 
Academy of Sciences of the United States of America, 2007, 104(8): 2927-2932.   

[3] 徐秀华,文细毛,任南,等.我院表皮葡萄球菌检出率的增高及评价[J].中华医院感染学杂志,2000, 10(3): 179-181.  

[4] SPEAKER M G, MILCH F A, SHAH M K, et al. Role of external bacteria flora in the pathogenesis of acute postoperative endophthalmitis[J]. 

Ophthalmology, 1991, 98: 639-649.  

[5] HAUSCHIDA T, SLIZEWSKIA P, MASIEWICZB P. Species distribution of 〖WTBX〗Staphylococci〖WTBZ〗 from small wild mammals[J]. 
Systematic and Applied Microbiology, 2010, 33: 457-460.   

[6] NAGASE N, SASAKI A, YAMASHITA K, et al. Isolation and species distribution of 〖WTBX〗Staphylococci〖WTBZ〗 from animal and human 
skin[J]. The Journal of Veterinary Medical Science, 2002, 64(3): 245-250.   

[7] BROOK I, FRAZIER E H. Aerobic and anaerobic microbiology of chronic venous ulcers[J]. International Journal of Dermatology, 1998, 37: 
126-8.   

[8] GAO Z, TSENG C H, PEI Z H, et al. Substantial alterations of the cutaneous bacterial biota in psoriatic lesions[J]. PLoS One, 2008, 3(7): 

e2719.  

[9] 王帮勇,陈霞,朱秋丽,等.重症监护病房凝固酶阴性葡萄球菌分布及耐药性分析［J］.中国微生态学杂志,2011（4）: 356-357.  

[10] 陈丽阳,郭世辉,钟品玲,等.临床标本中葡萄球菌的检测及耐药性研究［J］.检验医学与临床,2011（2）: 189-190.  

[11] BROSIUS J, PALMER M L, KENNEDY P J, et al. Complete nucleotide sequence of a 16S ribosomal RNA gene from 〖WTBX〗Escherichia coli

〖WTBZ〗[J]. The Proceedings of the National Academy of Sciences USA, 1978, 75: 4801-4805.   

[12] SAMBROOK J, RUSSELL D W. Molecular Cloning: A Laboratory Manual[M]. 3th ed. New York: Cold Spring Harbor, 2001.  

[13] THOMPSON J D, GIBSON T J, PLEWNIAK F, et al. The CLUSTAL_X windows interface: flexible strategies for multiple sequence alignment 
aided by quality analysis tools[J]. Nucleic Acids Research, 1997, 25: 4876-4882.   

[14] SAITOU N, NEI M. The neighbor-joining method: A new method for reconstructing phylogenetic trees[J]. Molecular Biology and Evolution, 

1987(4): 406-425.  

[15] KUMAR S, TAMURA K, NEI M. MEGA3: Integrated software for molecular evolutionary genetics analysis and sequence alignment[J]. Briefings 

in Bioinformatics, 2004(5): 150-163.  

[16] PENNA B, VARGES R, MEDEIROS L, et al. Species distribution and antimicrobial susceptibility of 〖WTBX〗staphylococci〖WTBZ〗 isolated 
from canine otitis externa[J]. Veterinary Dermatology, 2010, 21(3): 292-296.   

[17] LAUB K, KARDOS S, NAGY K, et al. Detection of 〖WTBX〗Staphylococcus aureus〖WTBZ〗 nasal carriage in healthy young adults from a 
Hungarian University[J]. Acta Microbiologica et Immunologica Hungarica, 2011, 58(1): 75-84.  

[1] 蒋德明， 马海龙， 古丽斯坦·努尔艾合麦提， 买尔丹·帕力合提. 华东师范大学在校生皮肤上葡萄球菌类型及其抗药性分析[J]. 华东师范大学学报(自然科学版), 0, (): 

1-10.



版权所有 © 2011《华东师范大学学报(自然科学版)》编辑部  

本系统由北京玛格泰克科技发展有限公司设计开发  技术支持：support@magtech.com.cn  


