L 2006 28 (9): 1093-1100 ISSN: 0379-4172 CN: 11-5450/R

I he e
S 55 P 5T 9% P a0t A% 2 AP 1 1SSRAF ST
wmloakmAat 22 2% S oonpl, & o, x4

L DU R BN B2 R, M2 625014, 2. BT & PSR A 9T BT, FR 400039;
3. VUIERNE K2kl 2E R, i 625014
ek B 2005-11-15 &[0 H 1 2006-1-12 2% fi & A7 H 3 2006-9-5 3252 H i#H

£

KIHISSRIF T HRCHAR K A BN S BRI M [ L5040 195 i b (R) BEAT 1AL 2 FEPEDTIL. 1245
YLy 2 AN 1014, PR SIY IS 2 A EONS. 415, ZANEAAFLLR (PPB) J486. 3%, M} E i
HBLR BV AE0. 6116810, 92901 o IX U WIS 5 HAT A & (M8 fL ZAEIE . IRIRHE A RIEAT T I A Lk
G303 AT, APRESO IS AR 5K, Sk AT AR RIS 5 RESRAE —2K, i AN SCE IR A dh it () BE 200 2R AE

F35, I R A AT JE R SR TR I (R A
REEE M MR ISSR L Z R
%5 Q943

Genetic Diversity of Dactylis glomerata Ger mplasm Resour ces De-tected by
| nter-simple Sequence Repeats (I SSRs) Molecular Markers

ZENG Bingl, ZHANG Xin-Quan™ FAN Yan® LAN Ying® MA Xiaol, PENG Yan!, LIU Weil

1. Department of Grassland, Sichuan Agricultural University, Ya an 625014, Ching; 2. Institute of
Animal Science and Veterinary Medicine, Chongging 400039, China; 3. Department of Animal Science,
Sichuan Agricultural University, Ya an 625014, China

Abstract

<P></P>

<P>=Inter-simple Sequence Repeat (ISSR) molecular markers were used to detect
the<BR>genetic diversity among 50 materials of <EM>Dactylis glomerata</EM>
collected from China <BR>and other countries. Twelve primers produced 101
polymorphic bands, averaged <BR>8.41 bands each primer pair. The average
percentage of polymorpgic bands was<BR>86.3.8%, and the range of GS (define)
was 0.6116—0.9290, indicating a rich genetic diversity of<EM> D. glomerata</EM>.
Based on the cluster<BR>and principal component analyses on the genetic
characteristics,<EM> D. glomerata</EM> <BR=>could be divided into 5 groups
according to the nearest phylogenetic <BR>relationship. In most cases, accessions
from the same continent were classified<BR=>into the same group, the accessions
from China and the United States belong <BR>to the different groups, respectively,
indicating the geographical distribution of <BR>genetic diversity of <EM>D.
glomerata</EM>. The present paper also discussed collection<BR>and
conservation of germplasm resources in <EM>D. glomerata</EM>.</P>

Key words Dactylis glomerata germplasm resources |SSR genetic diversity

DOI:

7 e he
ARIAFE B
¥ Supporting info
¥ PDE(OKB)
¥ [HTML 4= 3] (0K B)
» 275 ik
k55 5 I 15
P JUASCHETR SR R
b AR A
BT A A
P IR
k Email Alert
b 30 7 45t
b 0 B0 BB
HRAF B
P AT A WS [ AR
WA SCAEF ARSI
I
KB A
z %

1 Ui

o
2 98

X i

HWRAEHE  5KkHr4 zbin78@163.com




