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Cloning and tissue-specific expression analysis of V-ATPase G subunit gene in Bactrocera dorsalis (Hendel)
(Diptera: Tephritidae)

HU Li-Ming, SHEN Jian-Mei, BIN Shu-Ying, LIN Jin-Tian
College of Agriculture, Zhongkai University of Agriculture and Engineering, Guangzhou 510225, China

o fHE
« BHIR
o MSRICHE

4= 3r: PDF (6663 KB) HTML (1 KB) #iili: BibTeX | EndNote (RIS) 155t ¥ ki

M SWHATP (vacuolar-type H-ATPase: V-ATPase) MR TH L TN I 2 L AN R R AT EEAE . AT
SR JHRT-PCRHAIRACER; R 3k15 T #% /N szifiBactrocera dorsalis (Hendel)V-ATPase G JL/F44 K,  fir4 NBdorATPG. i VAR E
Ean]

FréiRFzW],  BdorATPGHIMERK354 bp, Hid117A%IER . &AL RN,  BdorATPGIFING T 41l 15 FL ALY 1 b A Zo
ATPG WP I W I AT 3 i R 7 41— 8k . BdorATPG 5 Uil i Drosophila pseudoobscura ATPGF AL (1 2 AL 1% 7 41— S I b A
i, A8B8.9%. —HELSHMIELE KT, BdorATPG Nifi (SE1~BORT 2L /A ha- BELit, SRk M RIGE K M 2 HE R 1 i b E-mail Alert
BEPIIN X FR 54 . BAOrATPGEAFALLH 9t i HPCRAM TR W], BAorATPGER LU AA ik, JLP el b ki it B Rss

Ty AEMERARSE P RS MR 6,045 . 45 RBdorATPG W EFEAE du AR 5E A B R P R A
OCHEI . KShSiEE V-ATPase GUESE MR it AISUERMERIL

b AR
b AT
as BdorATPG. The open reading frame of BdorATPG is 354 bp in length, encoding 117 amino acid residues. b SRS
Homology analysis showed that BdorATPG has high similarity with corresponding regions of V-ATPase G subunits  F #it7%

from other dipteran insects, and shares 88.9% amino acid identity with the V-ATPase G subunit from Drosophila
pseudoobscura. Three-dimensional structure modeling results showed that the N terminal (1-59 amino acids)

Abstract: Vacuolar-type H*-ATPase (V{Vo-ATPase, V-ATPase), a type of proton pump, functions in almost
every eukaryotic cell. In this study, a V-ATPase G subunit gene was cloned from Bactrocera dorsalis and named

sequence of BdorATPG is a-helix structure, and the hydrophilic and hydrophobic residues are almost
symmetrically distributed on both sides of the helix. Real-time PCR analysis revealed that BdorATPG mRNA was
expressed in all tissues, while the highest expression level was detected in the antenna. The BdorATPG mRNA
level in male genital segments was about 6.04-fold as high as that in female genital segments, suggesting that
V-ATPase plays an especially important role in male reproductive physiological processes.
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