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Genetic Diversity and Phylogenetic Relationship of Flower-lotus Cultivars
(Nelumbo) by RAPD Markers

GUO Hong-Bo, LI Shuang-Mei, KE Wei-Dong*

Wuhan V egetable Research Institute, Wuhan 430065, China

Abstract Random amplified polymorphic DNA (RAPD) was applied to germplasm accessions in 29 flower-lotus
cultivars (including both Nelumbo nuciferaGaertn.and N.lutea Pers.).A total of 207 bands were obtained from 17 selected
primers,of which 122 were polymorphic.The results also showed that:(1) Two main-groups were gained:those
cultivars,with bigger flower,were mainly clustered in one group,and the other contained mass small-flower types.(2) No
obvious difference was observed between N.lutea and all other cultivars (N.nucifera) from their DNA.Furthermore,it
seemed that N.lutea was close to small-flower cultivars of N.nucifera
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