4L 200527 (2): 315-324  1SSN: 0379-4172 CN: 11-5450/R

Z.

Ligh

3%

%

=~
&\

T 328 2 = A8 T I G AR AT b ] AL 5 1Rk
Bz, R, B, ik

Her AR MV R AR A BOR  Be, AEPas A% o R R 2 (s a8, 430070
Wk F 0 2004-3-14 #4181 F 3 2004-5-27 R4 AT 0 #2520

W EERTE 2 R SR A R B R ] (HPJE AN NSRRI G R “ ARFAE O INE
PR TS T BRI S, 0 ASEAEIX 5 T AR EE ™ o LISt — D5 T Al B2 98 2245 (A2 K 0] AR IEFEAT
AL, NIHEAAE R N S SRR ok IR s 59— J5 T ] BEXTAN R R e G A2 45 25 Ja (X8 % 5 AR AL
WANK T fif e W2 A AL 5 ISR AL R 1 T H AT 2 # AW ST T e A2 2T PEAT AR A0 2% B SR AR e
PRAEANNE N 20 TFHES ARG G AT 0 (R AR A A ) 2 R SCEANKIR 2 o A G A I RO BBl L o
BEZESE . QAT BRI A QAR ) TS5 5 d Be O ARAT s B S AN R DRI AE L 7 AN e AR B AN

Mo TR LG 2RSS P I R EARAT Ty RGEAL BEAT AN 2 IS RS ST, A T RERN T AR AL Je Wkt i TR R

X

AL .
Kt  MPIRZAAT  REEEE S SR BT R ARA ST
% 8321

Chromosomal Behaviorsin Plant Wide Hybridizations and their Genetic
and Evolutionary Implications
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Agricultura University, Wuhan 430070, China

Abstract

The wide hybridization and polyploidization play a significant role in the evolution of
higher plants. On the contrary, the artificially synthesized allopolyploids are
genetically unstable and fail to be used as crops. One reason for this situation may
be that the allopolyploids in nature are the products of natural selection and
evolution and it is difficult for human to repeat and perform the process in short
periods. Another reason is that we know little about the interaction mechanisms
between the genomes of different origins. So the genetics and epigenetics after
allopolyploidizations are now studied by multidisciplinary approaches. The spatial
separation of parental genomes in hybrid cells have been observed in some sexual
and somatic hybrids, but the biological meanings remain to clarify. The abnormal
chromosome behaviors in plant wide crosses, such as pseudogamy, semigamy,
chromosome elimination and the mitotic and meiotic separation of parental
genomes, may indicate the incompatibility of two parental species at gametic and
chromosomal levels. The systematic studies at different levels on chromosomal
behavior and genetics in plant hybridizations are needed to undermine<br>

the mechanisms responsible for the formation and evolution of new species.<br>
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