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Abstract

Retrotransposons are one of the drivers of genome evolution. They include LTR
(long terminal repeat) retrotransposons, which widespread in Eukaryotagenomes,
show structural similarity to retroviruses. Non-LTR retrotransposons were first
discovered in animal genomes and then identified as ubiquitous components of
nuclear genomes in many species across the plant kingdom. They constitute a large
fraction of the repetitive DNA. Non-LTR retrotransposons are divided into LINEs
(long interspersed nuclear elements) and SINEs (short interspersed nuclear
elements). Transposition of non-LTR retrotransposons is rarely observed in plants
indicating that most of them are inactive and/or under regulation of the host
genome. Transposition is poorly understood, but experimental evidence from other
genetic systems shows that LINEs are able to transpose autonomously while non-
autonomous SINEs depend on the reverse transcription machinery of other
retrotransposons. Phylogenic analysis shows LINEs are probably the most ancient
class of retrotransposons in plant genomes, while the origin of SINEs is unknown.
This review sums up the above data and wants to show readers a clear picture of
non-LTR retrotransposons. <BR><BR>
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