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Transcriptional regulation of plant genes and it’s signifi- cance in biology
ZHANG Chun-Yu, LONG Yan, FENG Ji, MENG Jin-Ling

National Key Lab of Crop Genetic |mprovement, Huazhong Agricultural University, Wuhan 430070,
China

Abstract

<P>A change of gene expression pattern, especially at a transcriptional level, is
one of the most important motivities for plant variation. In this study, the modes of
gene transcriptional regulation in plant were systematically described from genetics
and epigenetics aspects, respectively, as well as their significances to plant
divergence and evolution. Based on the current knowledge, the prospects,
applications and problems in this area were analyzed.</P>
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