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Reconstitution of phytochrome A-mediated light modulation
of the ABA signaling pathways in yeast

Hong Li*' @, Yangyang Zhou**, Xinyan Qin?, Jing Peng?, Run Han?, Yang Lv?, Cong Li®, Lijuan Qi* Gao-Ping Qu®, Li Yang®, Yanjie Li', William Terzaghi®
Zhen L%, Feng Qin®, Zhizhong Gong®, Xing Wang Deng®“' @, and Jigang Li*’*

ARV AER MR RIE, R EENIRES, DALy A I # R E E R EE A (Lietal., 2011), V%
R (Abscisic Acid, ABA) ;& —MIEWER, EEMAEKKRE K2 AN FE DLSAE Y R0 10058 il o &R Ak P8 B R H 42 E A (Chen et al., 2
020). ZAERTAATEURIL, FeMABATE S — St WA K& & MAE B Nk FE (Fban kb7 & A< fLiz sh) vk M SR E
{HREPAME T @ B R S LR FEATE 2

CONSTITUTIVELY PHOTOMORPHOGENIC1 (COP1) #IPHYTOCHROME-INTERACTING FACTORS (PIFs) ¥k 7 (s 5@ %
[RIAZ O SO AR . 24k NI A A 70 B, PIFSRENS H 245 & ABATE 5 I8 12 B 5 5k [K T ABA INSENSITIVES (ABI5) JE K 1)
AT, HHBIEABIS IS, MIMTERE T IEHEABAE FI&&E (Qietal, 2020); MCOP1—J it A2 e PIFs, {EdtABISHEKIHY
Bk, B 7l R ABISHIE3Z K iEEBFABA-hypersensitive DCAF1 (ABD1), f2itABISE FARIEE M, MI{E B K IE
#ABA(S 51848 (Peng et al., 2022), JoRTHIRF AL AR B, UG ARREEE I8 #IH COP1-PIFs ik, (REMINTERS
BEA (Lietal, 2011), BRIGHEDN 652 ARG S6I0E 5 1 RE A5 @i #1 | COP1-PIFst B, (A2 ABA(S =il i

WANZAR TR Y B REABAG S TV ? A T RIZXA N, 2 E e A R E# T ABAK DG 518 . Joil
RIBT 528, ABASZAK (WIPYR1T). PP2CH:SZ4AK (WIABI1). SnRK2EE HilE (11OST1) MLk 1 (WIABFEH: 5[4 1) ¥R T MAB
AfE 5 B0 2 ABAN [ J5E [R Rk 1 12 (1% 05 5 I8 B (Fujii et al., 2009; Ruschhaupt et al., 2019). ZHF 57 2iE T pGADT7 M pBridge#k
i, AFILI R [RIB FRIA PN B, AT 3% R A 50 (R 48 PR B 6% [R] BN 72 I BF 20 i RIS ABARL OS5 B B [ DU SR 2 53 Sy Bl
DESEEGUESE [ IX PUSREH 73 Reff IR R, Z5AiE BRI RERMIGUE | /EABASELERT, PYRTHIHIABITTEE, AT f#ERABITXT
OST1HIHI1EH, ABFAOST1BEER 1L J5 RE 4% IS ABAN B 3L RIRD29BI G 21 (411),
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