BRERR | RUSSBAIE | ARP | English | R
FHATRBEB LA FEHFA LA AR Ba

Institute of Genetics and Developmental Biology,Chinese Academy of Sciences #t ﬁ ﬁd ﬁ

Bl B3R 48 ‘ 55 [ Sy FEIE B R

# B > FEZEE - BEiTERE

*
=

=]

]

il

&

.ll

Kﬁ

BT R TIAEE N B R R EARANTS A

Epiel:2023.03.10

=

WL

. " x : . - | . = 4 EHENRETEAREDNARE
EREEE T TEEYTPRA S NR AT T ETEhmE J 2nitlEl. ETERSEEEAEVERERNFENS | | EESEAFTE

e ERiEMEXREE. BRINARAZHNERFEEESZE, WICRISPR-Cas, CRISPRIFIRNAISEEAHEEE ra——
T EEN=EEa R EENFENE LAy, #IACRISPR-Cas9EZ 1B KEiRHiTEsE, oLiEsE | 2023.04.25
FEESERNFEREEARNKT, A ERTNHERTRER. BEnEEEEASEORLREERE - DEEEE - e mm s s
pis=Eeil. Eit, FAaEfnetenmilitEaEEERETERIAEL tﬁiﬁ%ﬁ«ﬁﬁjﬁlmﬁﬁ#ﬂﬁﬁ AEIDEE ” SRENIISTRIS A AR

MR AR, e R
RS (upstream open reading frame, uORF)2EE44IMRNA E SEEENEREETE, WEEAEH FHes0as
HEERERE(primary open reading frame, pORF)FIEIHEESINENER. 2018, hERFREEFS EEE=H=MF ‘.‘ g EZEts AT m A TIRLCK-VNDG
S earrsrEE= AR ACRISPR-Cas9ElduORFHETHRIE, By rEFd HEREEREENFE, FRRiEAEEEd L P N A AN B T
THESECSETSSIESESEaE(Zhang et al., Nat. Biotechnol, 2018; Si et al.,, Nat. Protoc,, 2020). 2020, ﬁﬁ ‘I: ’ : EE;E Eiﬁfﬁ%ﬂﬂbiﬁj
=S EERHE—EFEE%EFE#E‘?ﬁf%FiE, FE T BREECHENESFHE(XIng et al., Genome Biol, 2020). iE —
H, EEERSEETHaASEMN, #—&HE e millinEd FEETERER T ENE A E. 2023.04.14
UORFE9EERUORFSpORFZ B EEEEHEZFEH =S muORFTpORFEIESIEIEED. Hitk, A SFEED EEEASESIEETEEES
BT LA FrAamEEE BirnERERETE:. E—aErEmERRS JERFEX(S untranslated region, 5° UTR)M 3% SR EEM S
FRIUORF;, E-HERA=TRFUORFFIE | FERTFLIIEHREFREREE. FEREEN ESr S EFR=EAERED] .
LIEFIEpORFRIERENSIRAEMNAE, BEFEMRNANFEELFZE8m. ke, /A SfAEESSETS = ShemEmE

FEERTES J 2EIERuORFERIFUORPBRIEBEIZESEZEIER, BI=lERiERFEEICHIEE TR
M, SZHzEEEds | ARNuORFERE T BEfnE B FAEEN IR SER ERE R —L

A DT BiRERNFEEHTESIEE Ma, FsEoll DaEsERE, oaliEkErI0OsTCPTS, OsTBTA
OsDITEERIS UTREER=1t r —E5E5+~Ei8EE0rIu0REs, R ERIISEFEIApORFRIESF R E T
HE T FEEACFRYZ.5-84.9%, I FAERRSERE. OsDITERSIECRASEESFEMRG, S5 EEEEAEES

SHERE, BRSNS, SN BT UNESATERSEN, 2Ll 0sDITERE ST, i@lﬁiﬁﬂsmﬁﬁ =¥ 2 503 EE T EaR S A LSS E
H895° UTR, SET—EEEFEHE=E. SeiosSyrsst, el an SErEaTmls FEFREE) BT
57
£ SO0 EE RIS A S
= FER, ZIASHETTIUORFETET, TS S ee T mltEa FEEESRNS &S, SEEns %_Z E_ FEALRIFRE BRI e o
I EREETEENEATE, EAFSRET023E3E90 S 5= T Nature BiotechnologyZas R
(DOI:10.1028/s41587-023-01707-w) . SYSFSEETESHENZIoTNE (52, SYSHSSDETEE. e
£ 5022 EE s e
ZHSEIESESHATHIEE, TERSESESSEE. tERIRESyEmmy %ﬁ ?_ FRALRTREAIEE S
y : Eloligyap
Ky
———— £ S I — A EFES0EE mEmRSE A EIEERE
l Blasa adlng/Frive sditing ! Base adiing/Prime adting . —
— DR — BORF -l GORF o BORF {EIH:.-‘-—E{:IL'-"-.E
T, EFRER S S A TSR ES

0.0 0.5 1.0 1.5

|
C
WT-GORF,_ (-840, 32aa) =,. i
:IT.* -
WORF___ (514, 31aa) — E

uQRF (402, 2Taa) = ~_— 3 S

2022-2023FEmfRPEREEEZRYT

——&0=d L
00 =d
.l.ﬁﬁﬁﬁ:ull
ana AU [ =

WORF __, (-220, Z2aa)

WORF . ((-540, T3aa) =

uDRF, . (<141, 42aa)

wORF__ (-105, 30aa)

BL+

T ﬁ*
= BEdEsEuORHEE S8 BirERIIEER .
(a, )M ELEIRIFTRIUORFS (a)EERAIFUORFs (b)ils BinEEIERFE.
(chEE~E—FEVIEE AR EEDFUOREE MEEHBIFRE.
(d, e)ZB/uORFZEAREETHEEAEERIERE(d)FIERFEE(e).

BERN | =E5esE | a8 | /&6 | SeEEESER

v *
“‘F @ 'zft* @ i T,  ©2008-2023ERTIEE S RETWTHES: WS FICPE090631875-2 SARZE1104025000122

CHINESE ACADEMY OF SCIENCES

HsuE bR H XA bherhig | shels, BEFS AW if%:100101 @b-genetics@genetics.ac.cn




