H2EIR 2006 26 (2006 (03) ): 930~934  ISSN: 1004-616x CN: 44-1063/R

LieHLrik

3%

A AR BB DR A A N A 2 B B A 1 AL S T St i
WA, Tak

R B s a5 BT, JE5T 100080
ke H I 2005-8-30 14 [H] H 1] 2005-12-5 [ 45 it % Aii H 1H: 2006-3-25

T L LRI S RV 5 2 A A A 2 TR 2 h T TR T 25 0 0 DR 1 2 2 25 730 2 R 401 2%
3 o 7 7 2 B R 5 2 2 2 L 11 R 2 (O BT 5 R 5 1 5 DRI AL 2 11 R 4K T S VN B 490 1 4 L L
W, TR AR, TR E R ) E S SR TR . A4 T AR A S L R4 2
ﬁé@%ﬂﬁﬁ%%ﬂﬁﬁ@,u&DWWNHHWMDﬁ%%%&*Eﬁk%ﬁﬁﬁ%%%iﬁﬁﬂ%ﬂ%¢
QAP

Keinl AT, AR LRI DNATTHAR: 2D-BE ks ARG

HkE X171

Progress in ecotoxicogenomics and ecotoxicoproteomics
DAl Jia-Yin, WANG Jian-She

Institute of Zoology, Chinese Academy of Sciences, Beijing 100080, China

Abstract Ecotoxicogenomics and ecotoxicoproteomics are integration of genomics and proteom
icsinto ecotoxicology. Ecotoxicogenomicsis defined as the study of gene and protein expression i
n non-target organisms that isimportant in responses to environmental toxicant exposures. Ecotox
icogenomic tools may provide us with a better mechanistic understanding of ecotoxicology, and th
ey are likely to provide avital rolein ecological risk assessment. Progress in ecotoxicogenomics a
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nd ecotoxicoproteomics are discussed in this paper. DNA gene chip and 2D-gel usually usedine
cotoxicogenomics and ecotoxicoproteomics are also expounded by examples.
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