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Advances in 3-Dimensional Structure and Function of Insecticidal Crystal Proteins of
Bacillus thuringiensis

BRI . 1999-9-13 s vt . 1999-12-24
Feft4i'5: 20000506

P e AT RAU AR G

Wi kgt Bacillus thuringiensis insecticidal crystal proteins domain

HAIH -

= LK

it e RN KBRS AR R, AR AN A Y T Tz 48, iRIN 430070 ; I ZRRNb KA i B2 2 e, 2840
= 271018

X PR DBEERAR R, RV RN EY E G s, 3G 430070
M PR RMAEREERAR R, R RN MAEY T G IR 5, 3G 430070

LR 96
AR 11
RO

B MUATE (Bacillus thuringiensis) %SRS A REMEIR =N S0ARL K S5 SRAL B . G R3 T AT KBRS, DA — 21 6~ 74N WIS Il e [ 4
H NIRRT R R HER, 25 T MM L, AR TIREER b a], =LA REPIRL” (Greek key) #HFMGEHERAL R SCFATHIBIT
BINZ, RN RASE T HREZIEERAML G AT Com ISR b 4L TAT BT & A JZ AU L g5, BIBREEGelly rol DI &5HaHE51,
A RERE S BIT 11 3 IR BE 300 T K B -

ESE T

Three-dimensional structure of insecticidal crystal proteins of Bacillus thuringiensis has been revealed to be three distinct domains.
It has been found that different Cry toxins share similar structures. Domain I, consisting of a bundle of a-helices in which a hydrophobic h
elix 5 is surrounded by 6~7 amphipathic helices, plays a unique role in pore formation. Domain II, consisting of three antiparallel B-sheets
with a loop at each apex, is responsible for receptor binding. Domain III consists of two twisted, antiparallel B-sheets forming aB-sandwich w
ith a ““jelly roll”” topology, it might prevent the activated toxin from excessive degradation.
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