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Abstract:Two criteria for the measures of genetic connectedness in mixed linear model of genetic
evaluation are used:the degree of connectedness(IC)and the generalized coefficient of determination|
(CD). The results indicated that the data of four dominant swine breeds:Yorkshire, Landrace, Duroc and
Hampshire in Ontario, Canada are well connected. The CD, which combines data structure and amount of
information and also accounts for both prediction error variance and genetic variability, is a good
method to select for judging the precision of a genetic evaluation.
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